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Features 
Sequence 



ATHMETASE 4720 bp mRNA linear PLN 26-JUL-1993 

Arabidopsis thaliana cytosine-5 methyltransf erase mRNA, complete 
cds . 
L10692 

L10692.1 GI:304106 

DNA cytosine methylase; DNA methylase; DNA methylation; DNA 
methyltransf erase; cytosine methylase; cytosine methyltransf erase; 
cytosine-5 methyltransf erase . 
Arabidopsis thaliana (thale cress) 

Arabidopsis thaliana 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; eudicotyledons; core eudicotyledons; 
rosids; eurosids II; Brassicales; Brassicaceae; Arabidopsis. 

1 (sites) 

Elledge, S . J. , Mulligan, J.T. , Ramer,S.W., Spottswood, M. and 
Davis, R.W. 

Lambda YES: a multifunctional cDNA expression vector for the 
isolation of genes by complementation of yeast and Escherichia coli 
mutations 

Proc. Natl. Acad. Sci. U.S.A. 88 (5), 1731-1735 (1991) 
184 8010 

2 (bases 1 to 4720) 
Finnegan, E.J. and Dennis, E.S. 

Isolation and identification by sequence homology of a putative 
cytosine methyltransf erase from Arabidopsis thaliana 
Nucleic Acids Res. 21 (10), 2383-2388 (1993) 
8389441 

Original source text: Arabidopsis thaliana (strain Columbia) 
(library: Lambda YES (from S. Elledge)) seedlings above ground 
tissue cDNA to mRNA. 

Location/Qualifiers 
1 . . 4720 

/ organism="Arabidopsis thaliana" 
/ mol_type="mRNA" 
/db_xref="taxon: 3702 " 
/tissue_type="above ground tissue" 
/dev_stage=" seedlings" 
/ecotype=" Columbia" 

/tissue_lib="Lambda YES (from S. Elledge)" 
5 'UTR <1..66 

/note="putative" 
CDS 67.. 4 671 
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/f unction="DNA methylation" 

/standard_name="DNA methyltransf erase, DNA methylase" 

/note="putative" 

/ codon_start=l 

/product="cytosine-5 methyltransf erase" 
/protein_id=" . " 

/db_xref ="GI : 304 107" 

/ trans lation="MVENGAKAAKRKKRPLPEIQEVEDVPRTRRPRRAAACTSFKEKS 
IRVCEKSATIEVKKQQIVEEEFLALRLTALETDVEDRPTRRLNDFVLFDSDGVPQPLE 
MLEIHDIFVSGAILPSDVCTDKEKEKGVRCTSFGRVEHWSISGYEDGSPVIWISTELA 
DYDCRKPAASYRKVYDYFYEKARASVAVYKKLSKSSGGDPDIGLEELLAAVVRSMSSG 
SKYFSSGAAI IDFVISQGDFIYNQLAGLDETAKKHESSYVEIPVLVALREKSSKIDKP 
LQRERNPSNGVRIKEVSQVAESEALTSDQLVDGTDDDRRYAILLQDEENRKSMQQPRK 
NSSSGSASNMFYIKINEDEIANDYPLPSYYKTSEEETDELILYDASYEVQSEHLPHRM 
LHNWALYNSDLRFISLELLPMKQCDDIDVNIFGSGVVTDDNGSWISLNDPDSGSQSHD 
PDGMCIFLSQIKEWMIEFGSDDIISISIRTDVAWYRLGKPSKLYAPWWKPVLKTARVG 
ISILTFLRVESRVARLSFADVTKRLSGLQANDKAYISSDPLAVERYLVVHGQI ILQLF 
AVYPDDNVKRCPFWGLASKLEDRHHTKWIIKKKKISLKELNLNPRAGMAPVASKRKA 
MQATTTRLVNRIWGEFYSNYSPEDPLQATAAENGEDEVEEEGGNGEEEVEEEGENGLT 
EDTVPEPVEVQKPHTPKKIRGSSGKREIKWDGESLGKTSAGEPLYQQALVGGEMVAVG 
GAVTLEVDDPDEMPAIYFVEYMFESTDHCKMLHGRFLQRGSMTVLGNAANERELFLTN 
ECMTTQLKDIKGVASFEIRSRPWGHQYRKKNITADKLDWARALERKVKDLPTEYYCKS 
LYSPERGGFFSLPLSDIGRSSGFCTSCKIREDEEKRSTIKLNVSKTGFFINGIEYSVE 
DFVYVNPDSIGGLKEGSKTSFKSGRNIGLRAYVVCQLLEIVPKESRKADLGSFDVKVR 
RFYRPEDVSAEKAYASDIQELYFSQDTWLPPGALEGKCEVRKKSDMPLSREYPISDH 
IFFCDLFFDTSKGSLKQLPANMKPKFSTIKDDTLLRKKKGKGVESEIESEIVKPVEPP 
KE I RLAT LD I FAGCGGLSHGLKKAGVS DAKWAI E YEE PAGQAFKQNH PE S TVFVDNCN 
VILRAIMEKGGDQDDCVSTTEANELAAKLTEEQKSTLPLPGQVDFINGGPPCQGFSGM 
NRFNQSSWSKVQCEMILAFLSFADYFRPRYFLLENVRTFVSFNKGQTFQLTLASLLEM 
GYQVRFGILEAGAYGVSQSRKRAFIWAAAPEEVLPEWPEPMHVFGVPKLKISLSQGLH 
YAAVRSTALGAPFRPITVRDTIGDLPSVENGDSRTNKEYKEVAVSWFQKEIRGNTIAL 
TDHICKAMNELNLIRCKLIPTRPGADWHDLPKRKVTLSDGRVEEMIPFCLPNTAERHN 
GWKGLYGRLDWQGNFPTSVTDPQPMGKVGMCFHPEQHRILTVRECARSQGFPDSYEFA 
GNINHKHRQIGNAVPPPLAFALGRKLKEALHLKKSPQHQP" 
3 ' UTR 4672..>4720 

/note= "putative" 

IN 

1 tgacgtagcg accaattagg gtttcgcaat cttccagtag atttcgcttc gcaacggatt 
61 ttgaaaatgg tggaaaatgg ggctaaagct gcgaagcgaa agaagagacc acttccagag 
121 attcaagagg tagaagatgt acctaggacg aggagaccaa ggcgtgctgc agcgtgtacc 
181 agtttcaagg agaaatctat tcgagtctgt gagaaatctg ctactattga agtaaagaaa 
241 cagcagattg tggaggaaga gtttctcgcg ttacggttaa cggctctgga aactgatgtt 
301 gaagatcgtc caaccaggag actgaatgat tttgttttgt ttgattcaga tggagttcca 
361 caacctctgg agatgttgga gattcatgac atattcgttt caggtgctat cttaccttca 
421 gatgtgtgta ctgataagga gaaagagaag ggtgtgaggt gtacatcgtt tggacgggtt 
481 gagcattgga gtatctctgg ttatgaagat ggttcccctg ttatttggat ctcaacggaa 
541 ttggcggatt atgattgtcg taaacctgct gctagctaca ggaaggttta tgattacttc 
601 tatgagaaag ctcgtgcttc agtggctgtg tataagaaat tgtccaagtc atctggtggg 
661 gatcctgata taggtcttga ggagttactt gcggcggttg tcagatcaat gagcagtgga 
721 agcaagtact tttctagtgg tgcggcaatc atcgattttg ttatatccca gggagatttt 
781 atatataacc aactcgctgg tttggatgag acagccaaga aacatgaatc aagctatgtt 
841 gagattcctg ttcttgtagc tctcagagag aagagtagta agattgacaa gcctctgcag 
901 agggaaagaa acccatctaa tggtgtgagg attaaagaag tttctcaagt tgcggagagc 
961 gaggccttga catctgatca actggttgat ggtactgatg atgacagaag atatgctata 
1021 ctcttacaag acgaagagaa taggaaatct atgcaacagc ccagaaaaaa cagcagctca 
1081 ggttctgctt caaatatgtt ctacattaag ataaatgaag atgagattgc caatgattat 
1141 cctctcccat cgtactataa gacctccgaa gaagaaacag atgaacttat actttatgat 
1201 gcttcctatg aggttcaatc tgaacacctg cctcacagga tgcttcacaa ctgggctctt 
1261 tataactctg atttacgatt catatcactg gaacttctac cgatgaaaca atgtgatgat 
1321 attgatgtca acatttttgg gtcaggtgtg gtgactgatg ataatggaag ttggatttct 



>, Inc\l 1696-067001\60423860.htm 



4/24/2007 



NCBI Sequence Viewer v2.0 



Page 3 of 4 



1381 ttaaacgatc ctgacagcgg ttctcagtca cacgatcctg atgggatgtg catattcctc 

1441 agtcaaatta aagaatggat gattgagttt gggagcgatg atattatctc catttctata 

1501 cgaacagatg tggcctggta ccgtcttggg aaaccatcaa aactttatgc cccttggtgg 

1561 aaacctgttc tgaaaacagc aagggttggg ataagcattc ttacttttct tagggtggaa 

1621 agtagggttg ctaggctttc atttgcagat gtcacaaaaa gactgtctgg gttacaggcg 

1681 aatgataaag cttacatttc ttctgacccc ttggctgttg agagatattt ggtcgtccat 

1741 gggcaaatta ttttacagct ttttgcagtt tatccggacg acaatgtcaa aaggtgtcca 

1801 tttgttgttg gtcttgcaag caaattggag gataggcacc acacaaaatg gatcatcaag 

1861 aagaagaaaa tttcgctgaa ggaactgaat ctgaatccaa gggcaggcat ggcaccagta 

1921 gcatcgaaga ggaaagctat gcaagcaaca acaactcgcc tggtcaacag aatttgggga 

1981 gagttttact ccaattactc tccagaggat ccattgcagg cgactgctgc agaaaatggg 

2041 gaggatgagg tggaagagga aggcggaaat ggggaggaag aggttgaaga ggaaggtgaa 

2101 aatggtctca cagaggacac tgtaccagaa cctgttgagg ttcagaagcc tcatactcct 

2161 aagaaaatcc gaggcagttc tggaaaaagg gaaataaaat gggatggtga gagtctagga 

2221 aaaacttctg ctggcgagcc tctctatcaa caagcccttg ttggagggga aatggtggct 

2281 gtaggtggcg ctgtcacctt ggaagttgat gatccagatg aaatgccggc catctatttt 

2341 gtggagtaca tgttcgaaag tacagatcac tgcaaaatgt tacatggtag attcttacaa 

2401 agaggatcta tgactgttct ggggaatgct gctaacgaga gggaactatt cctgactaat 

2461 gaatgcatga ctacacagct caaggacatt aaaggagtag ccagttttga gattcgatca 

2521 aggccatggg ggcatcagta taggaaaaag aacatcactg cggataagct tgactgggct 

2581 agagcattag aaagaaaagt aaaagatttg ccaacagagt attactgcaa aagcttgtac 

2641 tcacctgaga gagggggatt ctttagtctt ccactaagtg atattggtcg cagttctggg 

2701 ttctgcactt catgtaagat aagggaggat gaagagaaga ggtctacaat taaactaaat 

2761 gtttcaaaga caggcttttt catcaatggg attgagtatt ctgttgagga ttttgtctat 

2821 gtcaaccctg actctattgg tgggttgaag gagggtagta aaacttcttt taagtctggg 

2881 cgaaacattg ggttaagagc gtatgttgtt tgccaattgc tggaaattgt tccaaaggaa 

2941 tctagaaagg ctgatttggg ttcctttgat gttaaagtga gaaggtttta taggcctgag 

3001 gatgtttctg cagagaaggc ctatgcttca gacatccaag aattgtattt cagccaggac 

3061 acagttgttc tccctccagg tgctctagag ggaaaatgtg aagtaagaaa gaaaagtgat 

3121 atgcccttat cccgtgaata tccaatatca gaccatattt tcttctgtga tcttttcttt 

3181 gacacctcca aaggttctct caagcagctg cccgccaata tgaagccaaa gttctctact 

3241 attaaggacg acacactttt aagaaagaaa aagggaaagg gagtagagag tgaaattgag 

3301 tctgagattg tcaagcctgt tgagccacct aaagagattc gtctggctac tctagatatt 

3361 tttgctggtt gtggtggcct gtctcatgga ctgaaaaagg cgggtgtatc tgatgcaaag 

3421 tgggcgattg agtatgaaga gccagctggg caggctttta aacaaaacca tcctgagtca 

3481 acagtttttg tcgacaactg caatgtgatt cttagggcta taatggagaa aggtggagat 

3541 caagatgatt gtgtctctac tacagaggca aatgaattag cagctaaact aactgaggag 

3601 cagaagagta ctctgccact gcctggtcaa gtggacttca tcaatggtgg acctccatgt 

3661 cagggatttt ctggtatgaa caggttcaac caaagctctt ggagtaaagt tcagtgtgaa 

3721 atgatattag cattcttgtc ctttgctgac tatttccggc caaggtattt tcttctggag 

3781 aacgtgagga cctttgtgtc attcaataaa gggcagacat ttcagcttac tttggcttcc 

3841 cttctcgaaa tgggttacca ggtgagattt ggaatcctgg aggccggtgc atatggagta 

3901 tcccaatctc gtaaacgagc tttcatttgg gctgctgcac cagaagaagt tctccctgaa 

3961 tggcctgagc cgatgcatgt ctttggtgtt ccaaagttga aaatctcact atctcaaggt 

4021 ttacattatg ctgctgttcg tagtactgca cttggtgccc ctttccgtcc aatcaccgtg 

4081 agagacacaa ttggtgatct tccatcagta gaaaacggag actctaggac aaacaaagag 

4141 tataaagagg ttgcagtctc gtggttccaa aaggagataa gaggaaacac gattgctctc 

4201 actgatcata tctgcaaggc tatgaatgag cttaacctca ttcgatgcaa attaatccca 

4261 actaggcctg gggctgattg gcatgacttg ccaaagagaa aggttacgtt atctgatggg 

4321 cgcgtagaag aaatgattcc tttttgtctc ccaaacacag ctgagcgcca caacggttgg 

4381 aagggactat atgggagatt agattggcaa ggaaactttc cgacttccgt cacggatcct 

4441 cagcccatgg gtaaggttgg aatgtgcttt catcctgaac agcacagaat ccttacagtc 

4501 cgtgaatgcg cccgatctca ggggtttccg gatagctacg agtttgcagg gaacataaat 

4561 cacaagcaca ggcagattgg gaatgcagtc cctccaccat tggcatttgc tctaggtcgt 

4621 aagctcaaag aagccctaca tctcaagaag tctcctcaac accaacccta gataaccacc 

4681 caaatttggc atttcctttt tcaataatat tagtcattat 
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